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SI FIGURE 6
Plots of experimental (red) and fitted (blue) 1D spectra for native EmrE that are reported in SI Table I. 1D PUREX difference spectra for native and TPP + bound EmrE in oriented DMPC/DHPC lipid bicelles (q=3.2). The ZZ-mixing times in msec are listed on the top of the figure. All experiments were acquired with a fixed tau modulation time of 250 µsec as described previously. 3 The integrated intensities from 40-250 ppm of these spectra and others are shown in Figure 4 in the main text.
TM1 tilt angle fitting using the PDB 2I68 backbone model of EmrE. 
S12
SI FIGURE 11
Oriented solid-state NMR PUREX data in aligned bicelles as supplementary information for were excluded due to fast exchange at these temperatures), while all 10 lineshapes were included for the global fit at 25 °C and 30 °C.
The molar ratio of populations A and B were set to 0.5 and ω A and ω B were set as ∆ω AB (= ω A -ω B ), which was the same for all temperature values. This value was extracted from the distance between peak positions in native EmrE at the lowest temperature that was closest to the slow exchange limit (20 °C). 0.03 sec. was set for upper limit for T 2A and T 2B . Fitted parameters from the DSC data carried out on wild-type and crosslinked EmrE (CL-EmrE).
S17
SI
T m , ∆H m , and ∆T 1/2 correspond to the temperature, enthalpy, and half height of the main phase transition, respectively.
